Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.003 Å; R factor = 0.047; wR factor = 0.149; data-to-parameter ratio = 15.8.
The title compound, C 9 H 12 N 2 O 2 , was prepared by the reaction of acetylfuran and propionylhydrazine. The molecule, excluding H atoms, is approximately planar. The crystal structure is stabilized by intermolecular N-HÁ Á ÁO hydrogen bonds.
Related literature
For related literature on similar compounds, see: Cimerman et al. (1997) ; Sutherland & Hoy (1968) ; Tucker et al. (1975) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Schiff bases have received considerable attention in the literature, and are attractive from several points of view, such as the possibility of analytical application (Cimerman, et al., 1997) . As part of our search for new schiff base compounds, we synthesized the title compound (I). The C7-N2 bond length [1.343 (2) Å] is longer than the typical value for a double bond, but less than for a single bond, due to conjugation effects within the molecule.
Bond lengths and angles in the phenyl ring are normal. The C5-N1 distance of 1.280 (2) Å is similar to the similar distance of 1.287 (2) Å reported in a corresponding compound (Tucker et al., 1975) . Similarly, the C7-O2 distance of 1.226 (2) Å is shorter than the similar distance of 1.298 (2) Å reported by Sutherland et al., 1968 .
A mixture of the acetyl furan (11 g, 0.10 mol), and propionylhydrazine (8.8 g, 0.10 mol) was stirred in refluxing ethanol (30 ml) for 5 h to afford the title compound (17 g, 0.087 mol, yield 87%). Single crystals suitable for X-ray measurements were obtained by recrystallization from ethanol at room temperature.
Refinement
H atoms were fixed geometrically and allowed to ride on their attached atoms, with C-H distances = 0.93-0.98 Å, and with U iso =1.2-1.5U eq (C).
Figures Fig. 1 . Structure of the title compound at 30% probability displacement ellipsoids showing the atom-numbering scheme.
N'-[1-(2-Furyl)ethenyl]propanohydrazide
Crystal data Primary atom site location: structure-invariant direct methods Extinction correction: none 
Special details

